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Identification strains Multidrug-resistant

Mycobacterium tuberculosis complex First-line drug
Mycobacterium avium complex Drug Name Resistance gene
M. Abcessus M. mucogenicum Isoniazid katG, inhA
M. intracellulare M. Terrae Rifampicin rpoB
M. asiaticum M. peregrinum Streptomycin rpsL, rrs
M. fortuituminfection M. chimaera Ethambutol embB
M. haemophilum M. gordonae Pyrazinamide pncA
M. kansasii M. genavense Second-line drug
M. stutzeri M. Triviale Drug Name Resistance gene
M. Ulcerans M. lentiflavum Fluorogquinolone gyrA, gyrB
M. Malmoense M. marinum Ethionamide Prothionamide inhA
M. Scrofulaceum M. simiae Para-amino salicylic thyA
M. smegmatis M. gastri Clofazimine Rv0678 (mmpR)
M. szulgai M. phlei Amikacin kanamycin s, eis
M. xenopi M. septicum Capreomycin rrs
M. celatum M. massiliense Cycloserine alr
M. chelonae Linezolid rplC, rrl
Rifapentine rifabutin rooB
ADEN95189TU
Sample ID Location QC Status QC Message MTB Status Drug Resistant Status
TB724 20230325*F21 20z Pass Positive Rifampicin
TB725 20230325*B20 20: Fail Not all Control Ass Weak Positive Undetermined
TB726 20230325*D20 20 Pass Negative Undetermined
TB727 20230325*A23 20. Pass Positive Rifampicin/Rifabutin |Isoniazic
TB728 20230325*B19 20. Pass Positive Streptomycin
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